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SEQUENCE LISTING 

<110> Bayer AG 

<12 0> HUMAN LYSOSOMAL ACID LIPASE 

<130> LIO200 Foreign Countries 

<150> US 60/244,215 
<151> 2000-10-31 

<150> US 60/251,401 
<151> 2000-12-06 

<160> 7 

<170> Patentln version 3.1 

<210> 1 

<211> 283 

<212> DNA 

<213> Homo sapiens 

<400> 1 

agcttatgac tggggaaatg acgctgataa tatgaaacat tacaatcaga gtcatccccc 
60 

tatatatgac ctgactgcca tgaaagtgcc tactgctatt tgggctggtg gacatgatgt 
120 

cctcgtaaca ccccaggatg tggccaggat actccctcaa atcaagagtc ttcattactt 
180 

taagctattg ccagattgga accactttga ttttgtctgg ggcctcgatg cccctcaacg 
240 



WO 02/36754 



PCT/EP01/12382 



2- 



gatgtacagt gaaatcatag ctttaatgaa ggcatattcc taa 
283 



<210> 2 

<211> 93 

<212> PRT 

<213> Homo sapiens 

<400> 2 

Ala Tyr Asp Trp Gly Asn Asp Ala Asp Asn Met Lys His Tyr Asn Gin 
15 10 15 



Ser His Pro Pro lie Tyr Asp Leu Thr Ala Met Lys Val Pro Thr Ala 
20 ' 25 30 



lie Trp Ala Gly Gly His Asp Val Leu Val Thr Pro Gin Asp Val Ala 
35 ~ 40 45 



Arg lie Leu Pro Gin lie Lys Ser Leu His Tyr Phe Lys Leu Leu Pro 
50 55 60 



Asp Trp Asn His Phe Asp Phe Val Trp Gly Leu Asp Ala Pro Gin Arg 
65 70 75 80 



Met Tyr Ser Glu lie lie Ala Leu Met Lys Ala Tyr Ser 
85 90 



<210> 3 

<211> 399 

<212> PRT 

<213> Homo sapiens 

<400> 3 

Met Lys Met Arg Phe Leu Gly Leu Val Val Cys Leu Val Leu Trp Pro 
1 5 10 15 



Leu His Ser Glu Gly Ser Gly Gly Lys Leu Thr Ala Val Asp Pro Glu 
20 25 30 
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Thr Asn Met Asn Val Ser Glu lie lie Ser Tyr Trp Gly Phe Pro Ser 
35 40 45 



Glu Glu Tyr Leu Val Glu Thr Glu Asp Gly Tyr lie Leu Cys Leu Asn 
50 55 60 



Arg lie Pro His Gly Arg Lys Asn His Ser Asp Lys Gly Pro Lys Pro 
65 70 75 80 



Val Val Phe Leu Gin His Gly Leu Leu Ala Asp Ser Ser Asn Trp Val 
85 90 95 



Thr Asn Leu Ala Asn Ser Ser Leu Gly Phe lie Leu Ala Asp Ala Gly 
100 105 110 



Phe Asp Val Trp Met Gly Asn Ser Arg Gly Asn Thr Trp Ser Arg Lys 
115 120 125 



His Lys Thr Leu Ser Val Ser Gin Asp Glu Phe Trp Ala Phe Ser Tyr 
130 135 140 



Asp Glu Met Ala Lys Tyr Asp Leu Pro Ala Ser lie Asn Phe He Leu 
145 150 155 160 



Asn Lys Thr Gly Gin Glu Gin Val Tyr Tyr Val Gly His Ser Gin Gly 
165 170 175 



Thr Thr He Gly Phe He Ala Phe Ser Gin He Pro Glu Leu Ala Lys 
180 185 190 



Arg He Lys Met Phe Phe Ala Leu Gly Pro Val Ala Ser Val Ala Phe 
195 200 205 



Cys Thr Ser Pro Met Ala Lys Leu Gly Arg Leu Pro Asp His Leu He 
210 215 " 220 



Lys Asp Leu Phe Gly Asp Lys Glu Phe Leu Pro Gin Ser Ala Phe Leu 
225 230 235 240 



Lys Trp Leu Gly Thr His Val Cys Thr His Val He Leu Lys Glu Leu 
245 250 255 



Cys Gly Asn Leu Cys Phe Leu Leu Cys Gly Phe Asn Glu Arg Asn Leu 
260 265 270 
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Asn Met Ser Arg Val Asp Val Tyr Thr Thr His Ser Pro Ala Gly Thr 
275 ~ 280 285 



Ser Val Gin Asn Met Leu His Trp Ser Gin Ala Val Lys Phe Gin Lys 
290 295 300 



Phe Gin Ala Phe Asp Trp Gly Ser Ser Ala Lys Asn Tyr Phe His Tyr 
305 310 315 320 



Asn Gin Ser Tyr Pro Pro Thr Tyr Asn Val Lys Asp Met Leu Val Pro 
325 330 335 



Thr Ala Val Trp Ser Gly Gly His Asp Trp Leu Ala Asp Val Tyr Asp 
340 345 350 



Val Asn He Leu Leu Thr Gin He Thr Asn Leu Val Phe His Glu Ser 
355 360 365 



He Pro Glu Trp Glu His Leu Asp Phe He Trp Gly Leu Asp Ala Pro 
370 375 " 380 



Trp Arg Leu Tyr Asn Lys He He Asn Leu Met Arg Lys Tyr Gin 
385 " " 390 395 



<210> 4 

<211> 1284 

<212> DNA 

<213> Homo sapiens 



<400> 4 

atgaaggatt ccgtcaaact ggttattttg catcatgtag accactattt cccaacctgc 
60 

aagtgcatca tggcctttgg catttctatg atgtggctgc ttttaacaac aacttgtttg 
120 

atctgtggaa ctttaaatgc tggtggattc cttgatttgg aaaatgaagt gaatcctgag 
180 

9 fc gtggatga atactagtga aatcatcatc tacaatggct accccagtga agagtatgaa 
240 

gtcaccactg aagatgggta tatactcctt gtcaacagaa ttccttatgg gcgaacacat 
3 00 

gctaggagca caggtccccg gccagttgtg tatatgcagc atgccctgtt tgcagacaat 
360 
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gcctactggc ttgagaatta tgctaatgga agccttggat tccttctagc agatgcaggt 
420 

tatgatgtat ggatgggaaa cagtcgggga aacacttggt caagaagaca caaaacactc 
480 

tcagagacag atgagaaatt ctgggccttt agttttgatg aaatggccaa atatgatctc 
540 

ccaggagtaa tagacttcat tgtaaataaa actggtcagg agaaattgta tttcattgga 
600 

cattcacttg gcactacaat agggtttgta gccttttcca ccatgcctga actggcacaa 
660 

agaatcaaaa tgaattttgc cttgggtcct acgatctcat tcaaatatcc cacgggcatt 
720 

tttaccaggt tttttctact tccaaattcc ataatcaagg ctgtttttgg taccaaaggt 
780 

ttctttttag aagataagaa aacgaagata gcttctacca aaatctgcaa caataagata 
840 

ctctggttga tatgtagcga atttatgtcc ttatgggctg gatccaacaa gaaaaatatg 
900 

aatcagagtc gaatggatgt gtatatgtca catgctccca ctggttcatc agtacacaac 
960 

attctgcata taaaacagct ttaccactct gatgaattca gagcttatga ctggggaaat 
1020 

gacgctgata atatgaaaca ttacaatcag agtcatcccc ctatatatga cctgactgcc 
1080 

atgaaagtgc ctactgctat ttgggctggt ggacatgatg tcctcgtaac accccaggat 
1140 

gtggccagga tactccctca aatcaagagt cttcattact ttaagctatt gccagattgg 
1200 

aaccactttg attttgtctg gggcctcgat gcccctcaac ggatgtacag tgaaatcata 
1260 



gctttaatga aggcatattc ctaa 
1284 



<210> 5 

<211> 427 

<212> PRT 

<213> Homo sapiens 
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<400> 5 

Met Lys Asp Ser Val Lys Leu Val He Leu His His Val Asp His Tyr 
15 10 15 



Phe Pro Thr Cys Lys Cys He Met Ala Phe Gly He Ser Met Met Trp 
20 25 30 



Leu Leu Leu Thr Thr Thr Cys Leu He Cys Gly Thr Leu Asn Ala Gly 
35 40 45 



Gly Phe Leu Asp Leu Glu Asn Glu Val Asn Pro Glu Val Trp Met Asn 
50 55 60 



Thr Ser Glu He He He Tyr Asn Gly Tyr Pro Ser Glu Glu Tyr Glu 
65 70 75 80 



Val Thr Thr Glu Asp Gly Tyr He Leu Leu Val Asn Arg He Pro Tyr 
85 90 95 



Gly Arg Thr His Ala Arg Ser Thr Gly Pro Arg Pro Val Val Tyr Met 
100 105 110 



Gin His Ala Leu Phe Ala Asp Asn Ala Tyr Trp Leu Glu Asn Tyr Ala 
115 120 125 



Asn Gly Ser Leu Gly Phe Leu Leu Ala Asp Ala Gly Tyr Asp Val Trp 
130 135 140 



Met Gly Asn Ser Arg Gly Asn Thr Trp Ser Arg Arg His Lys Thr Leu 
145 150 155 160 



Ser Glu Thr Asp Glu Lys Phe Trp Ala Phe Ser Phe Asp Glu Met Ala 
165 170 175 



Lys Tyr Asp Leu Pro Gly Val He Asp Phe He Val Asn Lys Thr Gly 
180 185 190 



Gin Glu Lys Leu Tyr Phe He Gly His Ser Leu Gly Thr Thr He Gly 
195 200 205 



Phe Val Ala Phe Ser Thr Met Pro Glu Leu Ala Gin Arg He Lys Met 
210 215 220 



Asn Phe Ala Leu Gly Pro Thr He Ser Phe Lys Tyr Pro Thr Gly He 
225 230 235 240 
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Phe Thr Arg Phe Phe Leu Leu Pro Asn Ser lie lie Lys Ala Val Phe 
245 250 255 



Gly Thr Lys Gly Phe Phe Leu Glu Asp Lys Lys Thr Lys lie Ala Ser 
260 265 270 



Thr Lys lie Cys Asn Asn Lys lie Leu Trp Leu lie Cys Ser Glu Phe 
275 * 280 285 



Met Ser Leu Trp Ala Gly Ser Asn Lys Lys Asn Met Asn Gin Ser Arg 
290 295 300 



Met Asp Val Tyr Met Ser His Ala Pro Thr Gly Ser Ser Val His Asn 
305 310 315 320 



lie Leu His lie Lys Gin Leu Tyr His Ser Asp Glu Phe Arg Ala Tyr 
325 330 335 



Asp Trp Gly Asn Asp Ala Asp Asn Met Lys His Tyr Asn Gin Ser His 
340 345 350 



Pro Pro He Tyr Asp Leu Thr Ala Met Lys Val Pro Thr Ala He Trp 
355 ~ 360 365 



Ala Gly Gly His Asp Val Leu Val Thr Pro Gin Asp Val Ala Arg He 
370 375 380 



Leu Pro Gin He Lys Ser Leu His Tyr Phe Lys Leu Leu Pro Asp Trp 
385 390 395 400 



Asn His Phe Asp Phe Val Trp Gly Leu Asp Ala Pro Gin Arg Met Tyr 
405 410 415 



Ser Glu He He Ala Leu Met Lys Ala Tyr Ser 
420 425 



<210> 6 

<211> 311 

<212> PRT 

<213> Homo sapiens 
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<400> € 

Met Lys Asp Ser Val Lys Leu Val lie Leu His His Val Asp His Tyr 
15^ 10 15 



Phe Pro Thr Cys Lys Cys lie Met Ala Phe Gly lie Ser Met Met Trp 
20 25 30 



Leu Leu Leu Thr Thr Thr Cys Leu lie Cys Gly Thr Leu Asn Ala Gly 
35 40 45 



Gly Phe Leu Asp Leu Glu Asn Glu Val Asn Pro Glu Val Trp Met Asn 
50 55 60 



Thr Ser Glu He He He Tyr Asn Gly Tyr Pro Ser Glu Glu Tyr Glu 
65 70 75 80 



Val Thr Thr Glu Asp Gly Tyr He Leu Leu Val Asn Arg He Pro Tyr 
85 90 95 



Gly Arg Thr His Ala Arg Ser Thr Gly Pro Arg Pro Val Val Tyr Met 
100 105 110 



Gin His Ala Leu Phe Ala Asp Asn Ala Tyr Trp Leu Glu Asn Tyr Ala 
115 120 125 



Asn Gly Ser Leu Gly Phe Leu Leu Ala Asp Ala Gly Tyr Asp Val Trp 
130 135 140 



Met Gly Asn Ser Arg Gly Asn Thr Trp Ser Arg Arg His Lys Thr Leu 
145 150 155 160 



Ser Glu Thr Asp Glu Lys Phe Trp Ala Phe Arg Tyr Thr Lys Gly Cys 
165 170 175 



Asn Ala Thr Ala Glu Arg Ala Lys Gin Met Glu Met Pro Gly Pro Tyr 
180 ~ 185 190 



Trp Ala He Val Asp Ala Arg Glu Ser Pro Phe Leu Phe Gly Asn Arg 
195 200 205 



Glu Glu Ser Arg Gly Leu Lys Asn Thr Gin Ala Tyr Asp Trp Gly Asn 
210 " 215 220 



Asp Ala Asp Asn Met Lys His Tyr Asn Gin Ser His Pro Pro He Tyr 
225 230 235 240 
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Asp Leu Thr Ala Met Lys Val Pro Thr Ala He Trp Ala Gly Gly His 
245 250 255 



Asp Val Leu Val Thr Pro Gin Asp Val Ala Arg He Leu Pro Gin He 
260 265 270 



Lys Ser Leu His Tyr Phe Lys Leu Leu Pro Asp Trp Asn His Phe Asp 
275 280 285 



Phe Val Trp Gly Leu Asp Ala Pro Gin Arg Met Tyr Ser Glu He He 
290 295 300 



Ala Leu Met Lys Ala Tyr Ser 
305 310 



<210> 7 



<211> 936 



<212> DNA 

<213> Homo sapiens 



<400> 7 

atgaaggatt ccgtcaaact ggttattttg catcatgtag accactattt cccaacctgc 
60 

aagtgcatca tggcctttgg catttctatg atgtggctgc ttttaacaac aacttgtttg 
120 

atctgtggaa ctttaaatgc tggtggattc cttgatttgg aaaatgaagt gaatcctgag 
180 

gtgtggatga atactagtga aatcatcatc tacaatggct accccagtga agagtatgaa 
240 

gtcaccactg aagatgggta tatactcctt gtcaacagaa ttccttatgg gcgaacacat 
300 



gctaggagca caggtccccg gccagttgtg tatatgcagc atgccctgtt tgcagacaat 
360 



gcctactggc ttgagaatta tgctaatgga agccttggat tccttctagc agatgcaggt 
420 



tatgatgtat ggatgggaaa cagtcgggga aacacttggt caagaagaca caaaacactc 
480 



tcagagacag atgagaaatt ctgggccttt agatatacaa aggggtgcaa tgctactgct 
54 0 
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gaaagagcaa agcaaatgga gatgcctggt ccttactggg ccatcgtgga tgctagggaa 
600 

agcccctttc tttttggaaa cagggaagag tctagagggt tgaaaaacac ccaagcttat 
660 

gactggggaa atgacgctga taatatgaaa cattacaatc agagtcatcc ccctatatat 
720 

gacctgactg ccatgaaagt gcctactgct atttgggctg gtggacatga tgtcctcgta 
780 

acaccccagg atgtggccag gatactccct caaatcaaga gtcttcatta ctttaagcta 
840 

ttgccagatt ggaaccactt tgattttgtc tggggcctcg atgcccctca acggatgtac 
900 

agtgaaatca tagctttaat gaaggcatat tcctaa 
936 



